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Online Seminar hosted by the Program of Totipotency

2023. April 6 (Thursday) 16:00~17:30

Remodeling of maternal mRNA through poly(A) tail orchestrates
human oocyte-to-embryo transition

Falong LU, Ph.D.
Investigator, State Key Laboratory of Molecular Developmental Biology,

= Institute of Genetics and Developmental Biology, Chinese Academy of
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Zoom link: https://riken-jp.zoom.us/j/97459941247

Lab HP: http://sourcedb.genetics.cas.cn/yw/zjrc/db/201612/t20161202 4715253.html
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Please contact Azusa Inoue if you want to personally discuss with Dr. Lu after the seminar.



